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1 TGATCCTGTT CGAGAAGCTA CAAAATCAAA AGAAGGTGTA GAAATCATTA 

51 TCAACATTGA AGATGATAAT TCTGATAACS CATTGCAGTC CATGGAGAAr; prat 119 ^ 

101 G^TTTTTCCA GACTGCGGAC ATCAAAATAA GCAAGAAGAT GATCAAAAAA 

151 TGACAAAGCT AAGGAGTTTG AAGTAAGGCA AGGAACTTGA CACTGAATAT 

201 CTAAGCTAAT TAGCAAGACT TTAGCAGCTT GTAATATTTA GTGTTTGTGA 

251 GGTGTTACCT TATAATTAGC TTGTAGCATA GCCTTPrPAP TAATAATTCT prat 122 ^ 

3 01 GCTTAGCGAA TCTTATATAT GGGAAATACT TACACTAGTA TGCATCTTCT 

3 51 ATATACATGT TTGGCACTTG ACTATACATA GAAAAATTAA CAAGCATTTC 

401 TCACCTCAAT TTGTCACTTA CTTATAAGTA GCTGAATAAT ATAATGCAAT 

451 TTTCACCCC 
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1 



TCGAGCGGCC GCCCGGGCAG GTATTCAACA AGAGTATTCA CCACTTGAAC 



51 


TCAAAAGGGG 


CTTCACTAAA 


AAAAAATCAT 


GGCGCAATTA 


CGTGCTGATG nrat 12 9 ► 


101 


ACTTGTCTTT 


C ATATTTGG C 


CTTCTTGGTA 


ATATTGTATC 


ATTCATGGTC 


151 


TTCCTAGCAC 


CCGTGCCAAC 


ATTTTACAAA 


ATATATAAAA 


GGAAATCATC 


201 


AGAAGGATAT 


CAAGCAATAC 


CATATATGGT 


AGCACTGTTC 


AGCGCCGGAC 


251 


TATTGCTATA 


TTATGCTTAT 


CTCAGGAAGA 


ATGCCTATCT 


TATCGTCAGC 


301 


ATTAATGGCT 


TTGGATGTGC 


CATTGAATTA 


ACATATATCT 


CTCTGTTTCT 


351 


CTTTTACGCG 


CCCAGAAAGT 


CTAAGATTTT 


CACAGGGTGG 


CTGATGCTCT 


401 


TAGAATTGGG 


AGCCCTAGGA 


ATGGTGATGC 


CAATTACTTA 


TTTATTAGCA 


451 


GAAGGCTCAC 


ATAGAGTGAT 


GATAGTGGGA 


TGGATTTGTG 


CAGCTATCAA 


501 


TGTTGCTGTC 


TTTGCTGCTC 


CTTTAAGCAT 


CATGAGGCAA 


GTAATAAAAA 


551 


CAAAGAGTGT 


AGAGTTCATG 


CCCTTCACTT 




CCTCACTCTC 


601 


TGTGCCACTA 


TGTGGTTTTT 


CTATGGGTTT 


TTCAAGAAGG 


ACTTTTACAT 


651 


TGCGTTTCCA 


AATATACTGG 


GCTTTCTATT 


CGGAATCGTT 


CAAATGCTAT 


701 


TATATTTTGT 


TTACAAGGAT 


TCAAAGAGAA 


TAGATGATGA 


AAAATCTGAT 


751 


CCTGTTCGAG 


AAGCTACAAA 


ATCAAAAGAA 


GGTGTAGAAA 


TCATTATCAA 


801 


CATTGAAGAT 


GATAATTCTG 


ATAACGCATT 


GCAGTCCATG 


GAGAAGG 
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101 


ACTTGTCTTT 
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451 


GAAGGCTCAC 


ATAGAGTGAT 


GATAGTGGGA 


TGGATTTGTG 


CAGCTATCAA 


501 


TGTTGCTGTC 


TTTGCTGCTC 


CTTTAAGCAT 


CATGAGGCAA 


GTAATAAAAA 


551 


CAAAGAGTGT 


AGAGTTCATG 


CCCTTCACTT 


TATCT'^TG 


CCTCACTCTC 


601 


TGTGCCACTA 


TGTGGTTTTT 


CTATGGGTTT 


TTCAAGAAGG 


ACTTTTACAT 


651 


TGCGTTTCCA 


AATATACTGG 


GCTTTCTATT 


CGGAATCGTT 


CAAATGCTAT 


701 


TATATTTTGT 


TTACAAGGAT 


TCAAAGAGAA 


TAGATGATGA 


AAAATCTGAT 


751 


CCTGTTCGAG 


AAGCTACAAA 


ATCAAAAGAA 


GGTGTAGAAA 


TCATTATCAA 


801 


CATTGAAGAT 


GATAATTCTG 


ATAACGCATT 


GCAGTCCATG 


GAGAAGGATT 


851 


TTTCCAGACT 


GCGGACATCA 


AAATAAGCAA 


GAAGATGATC 


AAAAAATGAC 


J U J. 




AtjTTTGAAGT 


AAGGCAAGGA 


ACTTGACACT 


GAATATCTAA 


951 


GCTAATTAGC 


AAGACTTTAG 


CAGCTTGTAA 


TATTTAGTGT 


TTGTGAGGTG 


1001 


TTACCTTATA 


ATTAGCTTGT 


AGCATAGCCT 


TCCCACTAAT 


AATTCTGCTT 


1051 


AGCGAATCTT 


ATATATGGGA 


AATACTTACA 


CTAGTATGCA 


TCTTCTATAT 


1101 


ACATGTTTGG 


CACTTGACTA 


TACATAGAAA 


AATTAACAAG 


CATTTCTCAC 


1151 


CTCAATTTGT 


CACTTACTTA 


TAAGTAGCTG 


AATAATATAA 


TGCAATTTTC 


1201 


ACCCC 
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1 CCTAGGAGAAATCAA.GCCTACTCTTAAGATGGATGACTCACTTGCCCCGA 

51 TGGTAAGGTGAAGGATCTGTTGATTAGAGTTGGGAAGTTCATGTTCTCTG 

101 CTGATTTTATTATTCTAGACTATGAAGAGGACCAAGAAGCTCCAATAATT 

151 TTGGGAAGAGCATTCTTAATCACATCGATGGCAATTATTGACATGGAACT 

201 TGGGGAGATGACTGTGAGAGCGCATGGAGAAAAGGTTACTTTCAAGGTTT 

251 ATAATAAAAAGGATCATATGGCTAAGTTTGAAGAGTGTTCTTTGATAGAA 

3 01 TGTGTCAGACGAGAACATGAAAGTAAACCGAAAGAGGTGTTTGAGCGGAA 

3 51 TGTAGAACAAAGTGACCACGGCACAATAATTGACAAGTTGAAGGAAAATT 

4 01 CACCTAAAGGAAGGAAGAAGACAAAAGTTCGTCGTAACAAGAGGAGACGT 
451 AAATGCTGGAAGTGAGCTTAAAGGTGTTGTCGTACTACGACGTTAACTAA 
501 GGCGCTTGTCGGGAGGCAACCCTAGCTTTGTATGTAAATGTAAAAGTAAA 
551 AAATATATATATAGAAAAAGGAAAATACAAAAAGAGTCGTGCCGCGACGT 
601 TAAATCAAGCGCTTGTTGGAAGGCAACCCAATTTTTATTGTTTTAGTTGT 
651 TTTACTTATTTAGTATTACGTAGTTTCTTGTTGTTTTTGTAGGGCTCGGG 

7 01 ACTTTCGGAAGGTGAGGTAATTTCAAGGCATCGCGGTGTGTATTGCAGCG 
751 AGGTAAGTGTAAGAGTTGAGTTGGAAGCGTTTGGCCAAGTGTTGCACCGT 

8 01 GAGAGGCTTTCAACCTGTTGCGACACGTGAAAAATTAAGAGCCAGATCTG 
851 CTACATTAGCACTGAAGCATCGCTTGGCCAATAGCTTGGAATGGAAGCAA 

9 01 GAATTCAAACCAAAATCAGAAACGCCACAAGAGATGTGTCGCACACTGCA 
951 AAGCTTTGTGCAAACTAGTGAACGCAGAAATAGAAATGCTACAGCCCATG 

10 01 CGTCGCTTGGCTTATGGCAGGCAGCAAAAATTCAGCAGCAAAACAGAAAC 
1051 GCTGCGAGAAACGCGTCGCATACGCCATAGCTTTGTGTCAAACAGAACGT 
1101 CCAGAAATTGAAAAGCTATAAGCCTGCGTCGCTTGGCTCATGGCGTGCAG 
1151 ACTAGAAAAGCTCTAGC AGATGCGTCGCGTATTGTATAGCTTGGTGTGAA 

12 01 ACAGAAAGTTCG AAACTTGG AAAACGATAACCCAGCGTCGCCTCTTCAAC 
1251 CGCGTCCAGGTAAGTTCAAGATTCTTACGGGTTGACCCATTAACCCATTG 

13 01 ATCGGCTGATTATAAAC AAT AAAACATCACCTTCAACTATCACATGATTT 
13 51 CATAAGTTTGACCTAGGATATTTTATATATATATATATATATATACACAC 
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14 01 ACACACCATTTCCAGCGATCTTACCTCATTTTTATTCAAACCATTTTTCT 

1451 GCTTCAAAAGTTTAAATTATTAATATG ATAAGTC ATCCATAGTCAAACAA 

1501 GATTTTCTATACTATTTTGTCCCTTGTAATTTTAAAAAAAAAATGAGCGA 

1551 TGGTAAGATAAACATTGTTTGCAAGTGTACAATTTTAGTATATGCAAACC 

1601 AACGCTTCTTCTTCCAACTATCACCTAAAACTACATCATTTATGGCGGGC 

16 51 GGACTAGACGTAGCCAAATATAAAAACGCAATGGCCATTCAGTTCATGTC 

17 01 ATTTTTATATCCTTCATCCAATAATATTACTCAAAATTGATGTACAGTTT 

17 51 GGTCTCTGATGTGCACTTTACTATACGTAATACGGAATTTACATTATAAT 

18 01 TAAAGAGAACTGTTCCACTAAATTTTAATGATTTAATTAATTTAACTCGG 

18 51 TTACTTGTATTATTATTATTGCTGTATTTGTTTGTCATTTGAATTTGGCA 

19 01 CCGCAGATTTTTGTATGCAATTAACCCTCATATATCTTTTGGCCAAATAA 
19 51 AGAAAAAGTCTGCATATTTCTTGCCAAACATTTATCATACTTTACCGAAT 
2 0 01 TCTTGTTTTTTGTTTCTCTGTTGTTGTTCTCCACTATAAATAACATTTGC 
2 051 AGTGAGTAAAGTTTCTTCAGGTCTCTTTTGTAGATTCAACAAGAGTATTC 
2101 AGCACTTGAACTCAAAAGGGGCTTCACTAAAAAAAATCATG 
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===17-A?R-1998^ ================ ^=====PC/GENE=== 

* ALIGNMENT OF TWO PROTEIN SEQUENCES. * 

The two sequences to be aligned are: 
PCVH29. 

Total number of residues: 60. 
GERl. 

Total number of residues; 211. 



Comparison matrix 
Open gap cost 
Unit gap cost 



Structure-genetic matrix. 

7 

1 



The character to show that two aligned residues are identical is 



PCVH2 9 


- MKMFLPIIiFTISLLFSSSHASVLDFCVADPSLPDGPAGYSCKEPAKVTVD 


-50 


GERl 


IN 1 1 II 1 1 IN INMIi 1 1 Mill 1 II 

- MKMRIQIFFILSLFSSISFASVQDFCVADPKGPQNPSGYSCKNPDQVTEN 


-50 


PCVH2 9 


- DFVFHGLGTA 


-60 


GERl 


II 1 III 1 

- . DFAFSGLGKAGNTSNVIKAAVTPAFAPAFAGLNGLDVSLARLDLAGGGVI 


-100 


GERl 


- PLHTHPGASEVLWIQGTICAGFISSANKVYLKTLSRGDSMVFPQGLLHF 


-150 


GERl 


- QLNSGKGPALAFVAFG S S S PGLQ I LP FALFANDLPS EL VEATTFLSDEE V 


-200 


GERl 


- KKLKGVLGGTN -211 




Identity- 
Number of 
Number of 


: 36 ( 60%) 

gaps inserted in PCVH2 9: 0 
gaps inserted in GERl : 0 
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tlatgtcccctccaaccctcctcactatctctccccttctccccccttctcacgctjtctgttctcgacttcg 

acaaaaaaQattaaaaaaaat:CTataaaoaaaaaaa aaQaQaaqaaaaatagoj acracaacraafT^aaarrf^i~i-ag- 
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1 TCTGAATACAAGCTGTGTGTGTAGAGAGATTTCATAAAGACAGCAAACAT 

51 . CCCTTCTTTTTGTTCTGTTTTAAAAGTTCCCTTCTTCAACCAGCTCTTTT 

101 CCTCATCAGGGTAAGTTGCAAATAAAGGGGATGTTCCAGAATCAAGAAGA 

151 GAAGATGTCAGACTCGCCTCAGAGGAAc tATGj sGAAGAGGAAAGATTGAGA 

201 TTAA GAGGATTGAAAATACAACAAATCGTCAAGTCACTTTCTGTAAGAGA 

251 AGAAATGGGTTGCTTAAAAAAGCTTATGAACTTyr'cTGTTCTTTGTGATGC 

301 ■ TGAAGTTGCTCTCATCGTTTTCTCAAGCCGTGGCCGCCTCTATGAATATG 

351 . CTAACAACAGTG TGAAGGCAACAATTGATAGATATAAGAAAGCATCCTCA 

401 GATTCCTCCAACACTGGATCTACTTCTGAAGCTAACACTCAGTTTTATCA 
451 * ACAAGAAGCTGCCAAACTCCGAGTTCAGATTGGTAACTTACAGAACTCAA 

501 ACAGGAACATGCTAGGCGAGTCTCTAAGTTCTCTGACTGCAAAAGATCTG 

551 AAAGGCCTGGAGACCAAACTTGAGAAAGGARTTAGTAGAATTAGGTCCAA • 

601 AAAGAATGAACTCCTG TTTGCTGAGATTGAGTATATGCGAAAAAGGGAAA 

651 TTGATTTGCACAACAACAATCAGATGCTTCGGGCAAAGATAGCTGAGAGT 

701 GAAAGAAATGTGAAC ATGATGGGAGGAGAATTTGAGCTGATGCAATCTCA 

751 TCCGTACGATCCAAGAGACTTCTTCCAAGTGAACGGCTTACAGCATAATC 

801 ATCAATATCCACGCCAAGACAACATGGCTCTTCAATTAGT; ^TAPi GTTTAT 

851 AATAAAATGCATGGTTTGAAGCACTCTGATTGTGGTGGATTTGGATTATG 

901 TATAAGGGAGTGCAGGCCATTTGCCAATTATTGAAAGGTACTCAAACAGG 

951 AAGTTGAAGAAGTTCATCATCTCTCTCATCTATATGTCTTAACAAAAGTC 

1001 TTAGCTTATGGACTCTAAAACAAAGACTTAATTTAACATATAAATATAAT 

1051 TGTGTAATGCTGTTGTATTGTATGGTATGTATCC AAAAACATTAATAACC 

1101 TATCTTTTTCTTCAAATTATGTCTCCTTTGATAC AAACTACTAACATATT 

1151 TTCTTAT 
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